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Figure . B 

http : //www . rcsb . org/pdb/explore . do?structureId=lDKX 
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PDB VLtLPVTPLSLCI ETMCGVMTTL 1 AKNTTI PTKHSQVF STAEPNQS AVTI HVLQCERKRA 
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pdb APNKSLGQFNLPG1 NPAPRGMPQI EVTFDI DADG1 t HVS AKPKNS CKEQKt Tl KASSGLN 
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WXAAA/WWWWWVWWWV-VWW 

pdb EPEt QKMVRPAEANAEAPRKF DEL VQTRNQGPHLL HSTRKQVEEAGPKLP APPKTAI ESA 
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PDB LTAL ETALKGEPKAAI EAKMQEL AQVS QKLMEl AQQQHA 
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Annotated sequence 

Below this table is the sequence with corresponding key: 



ICeys -HMupp*- = p-sheet 
a-helix 
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Figure . C 

DnaK 384-638 DnaK 419-638 
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